
A�chage des résultats 1 à 5 sur 104 au total

STATISTICS

MPS-Sampling (https://github.com/rvcoudert/MPS_Sampling)

Type : package
Statut : supported
Contact : Coudert R-V. , Brochier-Armanet C.

MPS-Sampling is an innovative algorithm that selects representative genome sets to simplify the…

COMPARATIVE GENOMICS

DGINN (https://github.com/lgueguen/DGINN)

Type : package
Statut : supported
Contact : Gueguen L.

Pipeline for automatic detection of Gene Innovation

COMPARATIVE GENOMICS

GTDrift (https://lbbe-shiny.univ-lyon1.fr/ShinyApp-GTDrift/)

Type : database
Statut : supported
Contact : Duret L.

Data resource that enables explorations of genomic and transcriptomic characteristics alongside…

OTHER

Alimempreinte (https://alimempreinte.univ-lyon1.fr/)

Type : webserver
Statut : supported
Contact : Lacroix V., Boussau B.

Calculate and compare the carbon footprint of different meals based on the list of ingredients

OTHER

WindiApp (https://windiapp.univ-lyon1.fr/windi_app/)

Type : database
Statut : supported
Contact : Bibard A. , Siberchicot A.

Assess the risk of long-distance dispersal of Culicoides at the European scale

Outils et bases de données

URL de la page : https://lbbe-web.univ-lyon1.fr/fr/outils-et-bases-de-
donnees
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